RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the, following computer readable 
form: 

Application Serial Number: 0^ / 92/1,^ 11 g ^ 

Sources O \?£ 

Date Processed by STIC: L\\iAcfh : 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY * 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-41 19 (R. Wax) 
PATENTTN 3.0 e-mail help: patin3heIp@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3,1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip co de address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the in dicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documeDts.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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Does Not Comply 

Corrects*? ^kette Needed 



oipe 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/927 , 811B 



DATE: 02/12/2003 
TIME: 12:29:54 



Input Set : 
Output Set; 



A:\PTO.VSK.txt 

N:\CRF4\02122003\l927811B.raw 



3 
4 
6 
8 
10 
12 
14 



<110> APPLICAOT^heinBiotech Gesellschaft fur aeue biotechnologische Prozesse) 
^und ^ProHukte mbH 1 



Romano, Ivano 
Gellissen, Gerd 
DeVergilio, Claudio 
<120> TITLE OF INVENTION: Heat-Inducible Promoter 
<130> FILE REFERENCE: PCT1106-01966 
16 <140> CURRENT APPLICATION NUMBER: 09/927, 811B 
c — > 18 <141> CURRENT FILING DATE: 2003-02-07 

20 <150> PRIOR APPLICATION NUMBER: PCT/EP00/0114 4 
22 <151> PRIOR FILING DATE: 2000-02- 
E — > 24 <160> NUMBER OF SEQ ID NOS: 

26 <170> SOFTWARE: Patentln version 3.1 



>000-02-11 , Q 



/ 



ERRORED SEQUENCES 

601 <210> SEQ ID NO: 28 

602 <211> LENGTH: 15 

603 <212> TYPE: DNA 

604 <213> ORGANISM: Saccharomyces cerevisiae 
W — > 605 <220> FEATURE: 

606 <223> OTHER INFORMATION: Heat shock element 

608 <400> SEQUENCE: 28 

609 ggaacagaac aatcg 

W— > 611 (continued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) 
(con 

W— > 612 tinued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) 
(continu 

W— > 613 ed) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) . 

(continued) . ( , 
W— > 614 continued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) | 

(cont 

W— > 615 inued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) . 
(continue 

W~> 616 d) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) . 
(continued) . (c 

W— > 617 ontinued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) 
(conti 

W— > 618 nued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) . 
(continued 

W~> 619 ) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) . 
(continued) . (co 

W— > 620 ntinued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) 
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* (contin 

W — > 621 ued) . (continued) . (continued) . (continued) . (continued) . (continued) . (continued) 

(continued) C AfjlprP 

W — > 622 . (continued) . (continued) . (continued) . (continued) . \ (J** 

E — > 625 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 02/12/2003 

PATENT APPLICATION: US/09/927 , 811B TIME:- 12:29:56 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF4\02122003\l927811B.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:28; Line(s) 611,612,613,614,615,616,617, 618,619,620,621 
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VERIFICATION SUMMARY DATE: 02/12/2003 

PATENT APPLICATION: US/09/927 , 811B TIME: 12:29:56 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF4\02122003\l927811B.raw 

L:18 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:71 M:283 W: Missing Blank Line separator, <220> field identifier 

L:77 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2 after pos . : 0 

L:86 M:283 W: Missing Blank Line separator, <220> field identifier 

L:92 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:3 after pos . : 0 



T . 
Ll . 


1 HQ 


M - 




w • 


Mic-cirin Rl snk Linp seoarator. <220> field identifier 






T > 
Li . 


OQC 
JOJ 




Zu j 


uf . 
w . 


Miccinn r l a n v T.i np cpnp 1" dT <9?0> fipld identifier 






T . 
Xj . 


TOO 

joy 


M • 


ZOO 




Mi ceinn ri ank T.i np* qpDarator. <220> field identifier 






T . 

L : 






"3 A 1 


W . 


(AG.\ "n" o-r "Yaa" nqpH for ^F.O ID#*9 after DOS :0 






Li . 


a no 


1*1 . 


op-3 
Zo J 


TaT • 


Mi ccinn Ri anV i.inp o p>r>^ Tp\t nT <??0> field identifier 






T . 

Li : 


a n a 


KA • 


ZOO 


w : 


M-ioo-in/^ oi 3n i/ Tines q pn^ r^frir <9^0> field identifier 






Li : 


a i a 


M • 

M : 


. O Q *5 

zoo 


w : 


Miccinn oi an i/ Tino cpns >- ^ i - o t <9P0> field identifier 






L : 




M : 


. O Q *3 

; zoo 


w : 


j <- -I t-\ /-r 13 1 -in V Tin d crQr^3 r a i" nr <^ Zl 0 D ^> f i pi H 1 HpiTt" "I f 1 PT 
L J X S S 11 1 CJ DldllrL XjXIIc bcpaldlul / ^.*±\j\j^ xxcxu xucjilxxxco. 






Li : 


a a n 
4t 4 U 


M . 

M : 


: zo o 


TaT • 


m -i o o t r-» n d i an V Tino cpn^ T~^t" rir <4DD> "field identifier 






L : 


A A T 


M : 


. O Q *3 

: zo o 


w : 


MlSSinq dlallK blllc bcpaldLUI / vzzu^ xxcxu xuciiLXxxcx 






T « 

Li : 


A Q A 


\A , 

M . 


: zo o 


TaT • 


m -i o o -i oi ant t -j np o r^fnr <40n> "FielH identifier 






L : 


, A Q A 

: 4 y 4 


M : 


; z o o 


w : 


Mi oc-i nn di -mV t -j n o o y~ -q i~ o t <rZinn> f i pi H iHentifiei" 
nlSSiny DlallK XjXIIc oc^dJ-duwX, uu/ xxcxu J-ucni — llxci 






T , 

Li : 


, ceo 


rjt , 
M : 


, TOO 

: z o o 


TaT • 


m -! o o -i nn Ri anV Tino Qor^j^ r^t" nr <400> "Field identifier 






L : 


C C. *3 


M : 


.00*3 
: zoo 


w : 


MlSSinq DlanK Line ScpalaLUI / ^lUU/ xxcxu lucuLiixci 






L : 


CQC 
JOJ 


M : 


! Zu J 


w : 


MlSSinCf dlanK liiric bcpdlaHJl , ^4 UU/ xxcxu xuciiuxxxcx 






L : 


: duo 


M : 


: zo 0 


T*7 < 

w : 


FllSSinCj tJXdnK Liine ScpdldLUI , *<zzu^ xxcxu xuciiuxxxcx 






L : 


; oil 


M . 


: Oo4 


Vv . 


f0\ TntTal -irl nnii Brirl in PnHi nn Rpfri on NTJMRF.R OF INVALID 
\Z J IflVdllU /AiLLX i I O nuiU x 1 1 ^uuxuy r\cyxuii, in ui j. i.x v j. ls 


KEYS : 


1 


L : 


: olz 


M : 


, -DOC 

: 000 


TaT • 

w : 


X nVallQ /AlUinO nClU INUIlUOcx Xll VvUUXliy xxcyxuii, >J •L-j V xx-/. ^.u 






Li : 


; olz 


M • 


: jj 4 


TaT • 


(0\ Tn^al i H Z\minn - Arid in PoHina Reai on NUMBER OF INVALID 

[ Z / 111 V allU /-xIHX J 1U r\K^ X U X J i ^UUX i 1 y I\cy lull/ nuiiui-ii\ x. j.liiv njj J- i— ' 


KEYS: 


1 


Li : 


; bl J 


Ml > 


. *5 ^ C 


TaT • 


TnTTa 1 -i Zim-i nn Qr^iH Mi imh t~ in PriHi nrr Rerrion RF.O T D " / 8 

lUVdllU /^lUXilu X U LMU.11UJCX Xll uuuxny rv^y_i_uii, ' - 1 — 1 j. w • 






T , 

Li : 


. C 1 "3 

: oi j 


lYl . 


. 004 


TaT • 


Tmral i H Amino Ar-iH in PnHina Reaion NUMBER OF INVALID 

(ZJ ill VdllU. rtlLIX I1U rt.UXU Xll ^/UUXlly x\^3y lwu^ i'vi. j j— > j_ i i \ vl - 1 - L ' v 1 1J - , - L 


KEYS : 


1 


T ■ 

L : 


• £1 A 
. Dl 4 


JiA , 

M . 


.OOO 


TaT • 


T nT T 3 i -;h 7\ m inn Qp-i h Wnnihpr in Pofiinn Renrion SEO ID:28 






T ■ 


> D L ft 


1X1 , 


. O O 


TaT • 


(9\ Tnval iri Am i nn Arid in Codina Reaion, NUMBER OF INVALID 


KEYS: 


1 


Li . 


, D X D 


1X1 . 


.OOO 




Tnuai irl Amino Ar*iH Nnmhpr in Codina Reaion, SEO ID: 28 






Li . 


, Dl J 


LYl . 


. OOft 


TaT • 


f o \ Tn\r^liH Amino Ani H in Codina Reaion, NUMBER OF INVALID 

IZ/ lllvdllU /AlllX 1 1U xt.U X U Xll wux ny i\cy xuii/ j.huiiuui\ v^j. - 1 - * v * - 1 - 


KEYS : 


1 


L : 


: 616 


M; 


:336 


W: 


Invalid Amino Acid Niimber in Coding Region, SEQ ID: 28 






L: 


: 616 


M: 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS: 


1 


L: 


: 617 


M; 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 28 






L: 


:617 


M: 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS: 


1 


L: 


: 618 


M: 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 28 






L: 


:618 


M: 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS: 


1 


L: 


:619 


M: 


:336 


W: 


Invalid Amino Acid' Number in Coding Region, SEQ ID:28 






L: 


:619 


M: 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS : 


1 


L; 


:620 


M: 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 28 






L; 


:620 


M: 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS: 


1 


L; 


:621 


M: 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 28 






L: 


:621 


M: 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS: 


1 


L: 


:622 


M: 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 28 






L: 


:622 


M 


:334 


W: 


(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID 


KEYS: 


1 


L: 


:623 


M 


:336 


W: 


Invalid Amino Acid Number in Coding Region, SEQ ID: 28 






L: 


:625 


M 


:254 


E: 


No. of Bases conflict, this line has no nucleotides. 






L: 


:24 M:203 ] 


E: 


No. of Seq. differs, <160> Number Of Sequences : Input (27) Counted (28) 
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